The title compound, C 7 H 11 N 3 O 2 S, exists in the 5-thioxo tautomeric form. The 1,2,4-triazoline ring is essentially planar, with a maximum deviation of 0.010 (2) Å for the substituted N atom. The ethyl acetate substituent is almost planar, with a maximum deviation of 0.061 (4) Å for the methylene C atom of the ethoxy group. The angle between the mean plane of this substituent and the mean plane of the 1,2,4-triazoline ring is 89.74 (8) . In the crystal, molecules are linked by a combination of N-HÁ Á ÁS, C-HÁ Á ÁN and C-HÁ Á ÁO hydrogen bonds into chains parallel to [100] .
Related literature
For background information on the title compound, see: Saadeh et al. (2010) ; Akhtar et al. (2008) ; Al-Omar et al. (2010) . For the biological activity of 1,2,4-triazoline-thiones, see: Pitucha et al. (2010) . For their synthesis, see: Bany & Dobosz (1972) . For related structures, see: Kruszynski et al. (2007) ; Siwek et al. (2008) . For graph-set motifs, see : Bernstein et al. (1995) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). Data collection: KM4B8 (Gałdecki et al., 1996) ; cell refinement: KM4B8; data reduction: DATAPROC (Gałdecki et al., 1995) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) ; software used to prepare material for publication: SHELXL97 and WinGX (Farrugia, 2012) . The 1,2,4-triazoline-thiones were found to have significant antimicrobial action (Saadeh et al., 2010; Akhtar et al., 2008; Al-Omar et al., 2010) . The title compound, (I), belongs to 3-and 4-substituted derivatives of 1,2,4-triazoline-thiones with potential antituberculosis activity against mycobacterium strains of Mycobacterium smegmatis, Mycobacterium phlei and Mycobacterium H37Ra (Pitucha et al., 2010) .
The X-ray analysis of the title compound undertook in order to its structural characterization and to identification of the proper thiol-thione tautomeric form revealed that this compound exists as 5-thioxo tautomer in the crystalline state. The molecular geometry of (I) is very similar to that observed in related structures of 2-(3-methyl-5-thioxo-4,5-dihydro-1H-1,2,4-triazol-4-yl)acetic acid (Kruszynski et al., 2007) and 4-[3-(2-methyl-furan-3-yl)-5-thioxo-1,2,4-triazol-4-yl]acetic acid (Siwek et al., 2008) . The 1,2,4-triazoline ring is planar to within 0.010 (2) Å. The ethyl acetate chain is almost planar with the most deviating C12 atom from the best C8/C9/O10/O11/C12/C13 plane by 0.061 (4) Å and it adopts a gauche conformation in respect to 1,2,4-triazoline ring with the torsion angle C3-N4-C8-C9 of 92.7 (3)°.
This conformation is stabilized by the C8-H8B···S6 intramolecular hydrogen bond specified as S(5) in graph set notation (Bernstein et al., 1995) .
In the crystal structure, (Fig. 2) , the molecules of (I) are linked by a combination of N1-H1···S6, C8-H8B···N2 and C13-H13A···O10 intermolecular hydrogen bond into chains of R 
The title compound, (I), was prepared from acetamidrazone hydrochloride and carboethoxymethyl isothiocyanate, according to the method of Bany & Dobosz (1972) .
Refinement
The N-bound H atom was located by difference Fourier synthesis and refined freely. The remaining H atoms were positioned geometrically and treated as riding on their C atoms with C-H distances of 0.93 Å (aromatic), 0.96 Å (CH 2 ) and 0.97 Å (CH 3 ). All H atoms were assigned U iso (H) values of 1.5U eq (N,C)]..
Computing details
Data collection: KM4B8 (Gałdecki et al., 1996) ; cell refinement: KM4B8 (Gałdecki et al., 1996) ; data reduction:
DATAPROC (Gałdecki et al., 1995) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) ; software used to prepare material for publication: SHELXL97 (Sheldrick, 2008) and WinGX (Farrugia, 2012 The molecular structure of (I), with atom labels and 30% probability displacement ellipsoids for non-H atoms. Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma( F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
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